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Rapid Differentiation of Trace Serum Samples for Diagnosis of Liver Cirrhosis Using
Surface Desorption Atmospheric Pressure Chemical Ionization Mass Spectrometry
Yan Feiyan', Wang Jiang', Jia Bin', Chen Huanwen', Wei Yiping®, Xu Jianzhong®, Ding Jianhua™

(‘Jiangxi. Key Laboratory for Mass Spectrometry and Instrumentation, East China Institute of Technology, Nanchang, P.R. China;
*The Second Affiliated Hospital to Nanchang University, Nanchang, 330006)

Abstract A method based on a nanoliter level sampling technique and desorption atomsperic pressure chemical
ionization mass spectrometry(SDAPCI-MS) was developed for the rapid analysis of trace serum without any sample
pretreatment. Principal component analysis (PCA) was performed for the data-processing.The results showed that pattern
recognitions at the metabolites fingerprinting level for diagnostic analysis of liver cirrhosis serum samples are achieved
successfully, a novel idea- SDAPCI-MS method is provided for early liver cirrhosis diagnosis.
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Fig.1 Schematic illustration of SDAPCI-MS for rapid

analysis of nanoliter of serum samples
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Fig.2 Fingerprint spectrum of serum samples using SDAP-

CI-MS

(a) Fingerprint spectrum of serum sample of liver cirrhosis

(b) Fingerprint spectrum of serum sample of healthy
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Fig.3 2D plots of PCA score results for ten serum samples
detected by SDAPCI-MS
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